ACCSCIENCE Microbes & Immunity
PUBLISHING

ORIGINAL RESEARCH ARTICLE
Evaluation of chicken egg yolkimmunoglobulin Y-based ELISA for
serodiagnosis of hepatitis E virus in swine

Supplementary File S2

VaxiJen 2.0

VaxiJen RESULTS

Model selected: virus

Threshold for this model: 0.5

[>peptide 1. Overall Protective Antigen Prediction = 0.7457 ( Probable ANTIGEN ).
[>peptide 2. Overall Protective Antigen Prediction = 0.6291 ( Probable ANTIGEN ).

P>peptide 3. Overall Protective Antigen Prediction = 0.5138 ( Probable ANTIGEN ).

Figure S1. Antigenicity prediction of candidate sequences using VaxiJen v2.0

Virus-mPLoc:Predicting the subcellular localization of viral
proteins within host and virus-infected cells
| Read Me | Data | Citation |

Your input sequence (111aa) is:

>peptide 1.
MFCIHGSPVNSYTNTPYTGAL GLLDFALELEFRNLTPGNTNTRVSRYTSTARHRLRRGAD
GTAELTTTAATRFMKDLHFTGTNGVGEVGRGIALTLFNLADTLLGGLPTEL

Query protein| Predicted location(s)
peptide 1. |Host cell membrane.
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Figure S2. Predicted subcellular localization of peptide 1 using Virus-mPLoc
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Virus-mPLoc:Predicting the subcellular localization of viral
proteins within host and virus-infected cells

| Read Me | Data | Citation |

Your input sequence (660aa) is:

>peptide 2.
MRPRAVLLLFFVLLPMLPAPPAGQ] WGDRVDSQPFALPYIHPTN
PFAADVVSQSGAGARPRQPARPLGSSWRDQSQRPSAAPRRRSTPAGAAPLTAVSPAPDTA
PVPDVDSRGAILRRQYNLSTSPLTSSVASGTNLVLYAAPLNPLLPLQDGTNTHIMATEAS
NYAQYRVVRATIRYRPLVPNAVGGYAISISFWPQTTTTPTSVDMNSITSTDVRILVQPGI
IASELVIPSERLHYRNQGWRSVETSGVAEEEATSGLVMLCIHGSPVNSYTNTPYTGALGLL
DFALELEFRNLTPGNTNTRVSRYTSTARHRLRRGADGTAELTTTAATRFMKDLHFTGING
VGEVGRGIALTLFNLADTLLGGLPTELISSAGGQLFYSRPVVSANGEPTVKLYTSVENAQ
QDKGIAIPHDIDL GDSRVVIQD YDNQHEQDRPTPSPAPSRPFSVLRANDVLWLSLTAAEY
DQITYGSSTNPMYVSDTVTFVNVATGAQAVARSLDWSKVTLDGRPLTTIQQYSKTFYVLP
LRGKLSFWEAGTTKAGYPYNYNTTASDQILIENAAGHRVAISTYTTSLGAGPVSVSAVGY
LAPHSALAVLEDTIDYPARAHTFDDFCPECRNL GLQGCAFQSTIAELQRLKMKVGKTRES

Query protein |Predicted location(s)
peptide 2. Host cytoplasm.

Figure S3. Predicted subcellular localization of peptide 2 using Virus-mPLoc

Virus-mPLoc:Predicting the subcellular localization of viral
proteins within host and virus-infected cells

| Read Me | Data | Citation |

Your input sequence (111aa) is:

>peptide 3.
SPCALGLFCCCSSCFCLCCPRHRPVSRLAAVVGGAAAVPAVVSGVTGLILSPSPSPIFIQ
PTPSPPMSPRNPGLELALDSPPAPSAPLGVTSPSAPPLPHVVDLPQLGLRR

Query protein|Predicted location(s)
peptide 3. Viral capsid.
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Figure S4. Predicted subcellular localization of peptide 3 using Virus-mPLoc

Table S1. Antigenic peptide epitopes were generated using the CLUSTAL Omega algorithm within the BioEdit software

Peptide no

Peptide sequence

Peptide 1

Peptide 2

Peptide 3

MFCIHGSPVNSYTNTPYTGALGLLDFALELEFRNLTPGNTNTRVSRYTSTARHRLRRGADGTAELTTTAATRFMKDLHFTGTNGVG
EVGRGIALTLENLADTLLGGLPTEL

MRPRAVLLLFFVLLPMLPAPPAGQPSGRRRGRRSGGAGGGFWGDRVDSQPFALPYIHPTNPFAADVVSQSGAGARPRQPARP
LGSSWRDQSQRPSAAPRRRSTPAGAAPLTAVSPAPDTAPVPDVDSRGAILRRQYNLSTSPLTSSVASGTNLVLYAAPLNPLLPLQD
GTNTHIMATEASNYAQYRVVRATIRYRPLVPNAVGGYAISISFWPQTTTTPTSVDMNSITSTDVRILVQPGIASELVIPSERLHYRN
QGWRSVETSGVAEEEATSGLVMLCIHGSPVNSY TNTPYTGALGLLDFALELEFRNLTPGNTNTRVSRY TSTARHRLRRGADGTA
ELTTTAATRFMKDLHFTGTNGVGEVGRGIALTLENLADTLLGGLPTELISSAGGQLFYSRPVVSANGEPTVKLYTSVENAQQDKG
TAIPHDIDLGDSRVVIQDYDNQHEQDRPTPSPAPSRPESVLRANDVLWLSLTAAEYDQTTYGSSTNPMYVSDTVTEVNVATGAQAV
ARSLDWSKVTLDGRPLTTIQQYSKTFYVLPLRGKLSFWEAGTTKAGYPYNYNTTASDQILIENAAGHRVAISTYTTSLGAGPVSVSAV
GVLAPHSALAVLEDTIDYPARAHTFDDFCPECRNLGLQGCAFQSTIAELQRLKMKVGKTRES

SPCALGLFCCCSSCFCLCCPRHRPVSRLAAVVGGAAAVPAVVSGVTGLILSPSPSPIFIQPTPSPPMSPRNPGLELALDSPPAPSAPLG
VTSPSAPPLPHVVDLPQLGLRR
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